4 pCDNA3-2×Flag-CtBP2 to generate Control, CtBP1-OE, and CtBP2-OE cells, respectively. The resulting cells were used to measure the mRNA levels of CtBP1 and CtBP2. ***P<0.001. (E) The protein levels of CtBPs in CtBP-OE cells. Cells used in (D) were subjected to determine the protein levels of CtBP1 and CtBP2. GAPDH was used as a loading control. (F) The relative protein levels of CtBPs in CtBP-OE cells.
The intensity of protein bands in (E) was quantified using Image J software. ***P<0.001. (A) The protein levels of p50, p65 and NLRP3. Total cell extracts from cells used in Figure 4B were subjected to immunoblots to examine protein levels of p50, p65 and NLRP3. GAPDH was used as a loading control. (B) The relative protein levels of p50, p65 and NLRP3. The intensity of protein bands in (A) was quantified using Image J software. **P<0.01 and ***P<0.001. (C) The protein levels of STAT4 and NLRP3.
Total cell extracts from cells used in Figure 4C were subjected to immunoblots to examine protein levels of STAT4 and NLRP3. GAPDH was used as a loading control.
(D)
The relative protein levels of STAT4 and NLRP3. The intensity of protein bands in (C) was quantified using Image J software. **P<0.01 and ***P<0.001. (E) The protein levels of c-Jun, c-FOS and NLRP3. Total cell extracts from cells used in Figure 4D were subjected to immunoblots to examine protein levels of c-Jun, c-FOS and NLRP3. 8 GAPDH was used as a loading control. (F) The relative protein levels of c-Jun, c-FOS and NLRP3. The intensity of protein bands in (E) was quantified using Image J software. **P<0.01 and ***P<0.001. (G) The protein levels of IRF2 and NLRP3.
Total cell extracts from cells used in Figure 4E were subjected to immunoblots to examine protein levels of IRF2 and NLRP3. GAPDH was used as a loading control. (H)
The relative protein levels of IRF2 and NLRP3. The intensity of protein bands in (G) was quantified using Image J software. **P<0.01 and ***P<0.001. (A) Knockdown of p300 impaired the assembly of the CPAC. Different plasmids including pCDNA3-2×Flag (EV), pCDNA3-2×Flag-CtBP1, and pCDNA3-2×Flag-CtBP2 were transfected into HC-OA, p300-KD1 and p300-KD2 cells, respectively. After incubating for another 48 h, cells were lysed and 1/10 total cell extracts were taken out as input, and the other 9/10 cell extracts were subjected to IP analysis with an anti-Flag agarose. The input and output proteins were probed with anti-CtBP1, anti-CtBP2, anti-Flag, anti-p300, anti-c-Jun, anti-c-FOS antibodies, respectively. GAPDH and IgG were used as the control of input and output, respectively. (B) CtBPs interacted with p300 through the PMDLS motif. Different combinations of plasmids including pCDNA3-2×Flag-p300 WT + pCDNA3-6×Myc, pCDNA3-2×Flag-p300 WT + pCDNA3-6×Myc-CtBP1, pCDNA3-2×Flag-p300 WT + pCDNA3-6×Myc-CtBP2, pCDNA3-2×Flag-p300
pCDNA3-2×Flag-p300 Mut + pCDNA3-6×Myc-CtBP2, pCDNA3-2×Flag-p300 Mut + pCDNA3-6×Myc-c-Jun, pCDNA3-2×Flag-p300 Mut + pCDNA3-6×Myc-c-FOS were cotransfected into HC-OA cells. After incubating for another 48 h, cells were lysed and 1/10 total cell extracts were taken out as input, and the other 9/10 cell extracts were subjected to IP analysis with an anti-Flag agarose and anti-Myc agarose, respectively. 
